16. 

1D and 2D NMR spectra of small protein, the protease inhibitor K (57 amino acids)
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Above the diagonal, broken and dotted lines indicate how connectivities between distinct diagonal peaks are established via cross peaks. Below the diagonal, solid lines define the regions a-h, which contain cross peaks between distinct proton types. For example, the highest field methyl resonance at – 0.9 ppm has a coordinates (ω1 = -0.9 ppm, ω2 = -0.9 ppm), and the lowest field amide-proton line at 10.3 ppm is at (ω1 = 10.3 ppm, ω2 = 10.3 ppm)

(A) 1D 1H spectrum of D2O solution of protease inhibitor K, which consists 57 amino acid residues (0.01 M, pD 3.4, 25oC, 360 MHz) 


























(B) Stacked plot of COSY spectrum. A stacked plot is a “truth pattern”


 



































(C) Contour plot of COSY spectrum. 



































