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NMR and X-ray Crystallography

  Table 1 Annual publications of novel atomic resolution 

               structures of proteins and nucleic acids                

                                         Method

               X-ray crystallography           NMR       Other methods    

     Year       (single crystals)               (solution)    (crystals, fibers)

     1990                   109                                23                   2

    1991                   123                               36

    1992                   168                               61

    1993                   207                               59

    1994                   352                             100                     2

    1995                   394                             102

    1996                   461                             112

    1997                                                       

    1998                    

   Providing the structures have been correctly determined using both methods, the comparisons show that the fold and conformations both of interior residues and of hydrogen-bonded secondary structures are very similar. However, it was generally concluded that protein surfaces can have different structures and dynamic properties in crystal and in solution.
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Stereo diagram showing ribbon traces of the four Interleukin-4 structure: two X-ray structures and two NMR structures (Smith et al., 1994)

